Complete mitochondrial genome of Australian spiny lobster, Panulirus cygnus (George, 1962) (Crustacea: Decapoda: Palinuridae) from coast of Australia.
We characterized the total mitochondrial genome of Australian spiny lobster, Panulirus cygnus (George, 1962), which is found along the western coast of Australia. Total mitochondrial genome length of P. cygnus was 15 724 bp, in which 13 proteins, 2 ribosomal RNAs, 22 transfer RNAs, and a putative control region were encoded. Nine and four protein-coding genes are encoded on the H-strand and on the L-strand, respectively. According to the phylogenetic analysis, P. cygnus was most closely related to Panulirus japonicus among the compared six species belonging to Palinuridae. Although overall gene organization was the same, the putative control region (between SrRNA gene and tRNAIlel) is least similar to one another among mitochondrial genomes from the compared six species belonging to Palinuridae.